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Transcriptomics  ContextTranscriptomics  Contextpp

Motivation
Microarrays still widely used in transcriptomics
now as fast & cheap pre-experiment for deep sequencing

Need of highly automated systems
too long delays for expert manual/interactive analysis 
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Motivation
Microarrays still widely used in transcriptomics
now as fast & cheap pre-experiment for deep sequencing

Need of highly automated systems
too long delays for expert manual/interactive analysis 

Formalization of experimental Design
Means Formalization of experimental Design

Simplification
f lt i l ti & i t ti fof results and/or manipulations & interactions for user

Integration
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in related databases and mining tools



GxDbGxDb FlowchartFlowchart :: From Biology to InformationFrom Biology to Information
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GxToolsGxTools DetailsDetails

gxSet - ClassgxSet Class
SIdata (SimpleList, for mult. ExpressionSet)

AvData (gxAvData, for mult. SimpleList : averages, SEM,…)(g , p g , , )

tests (gxTests, for mult extended MArrayLM)

parameters

esetRaw (optional ExpressionSet for raw data)

notes

≥ 50 functions separate/isolated functionalities
≥ 30 f f i d t f l ‘ S t’≥ 30 fx for accessing data from class ‘gxSet’ 

export as SQL tables or regular matrixes
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Some speed-optimizations, memory issues
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